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Structure stabilization 
Solvation; Binding model (Schellman, J.A. (37) 121) 


Subunit assembly 
Hemoglobin; Ligand binding; Free energy (Ackers, G.K. (37) 
371) 


Subunit interaction 
Hemoglobin; Cooperativity; Ligand binding (Chiancone, E. 
(37) 287) 


Suicide substrate 
Enzyme kinetic model; Approximate solution technique; En- 
zyme targeting (Burke, M.A. (37) 81) 


Symmetry 
Hemoglobin; Curie’s principle; Allosteric model (Debru, C. 
(37) 15) 


Temperature effect 
Hemoglobin; Thermodynamics; Oxygen binding; Cold adapta- 
tion; (Reindeer) (Giardina, B. (37) 281) 


Thermodynamics 
Aspartate transcarbamylase; DSC; Denaturation (Burz, D.S. 


(37) 31) 


Transcription cycle; RNA polymerase interaction; Sigma fac- 
tor; Protein, NuA; Transcription regulation (Gill, S.C. (37) 
239) 


Hemoglobin; Oxygen binding; Temperature effect; Cold adap- 
tation; (Reindeer) (Giardina, B. (37) 281) 


Trypsinogen; Trypsin, B-; Enzyme activation; Enzyme inhibi- 
tor; Isoleucyl-L-valine activating dipeptide, N-a-L-; (Bovine 
pancreas) (Coletta, M. (37) 355) 


Transcription cycle 
RNA polymerase interaction; Thermodynamics; Sigma factor; 
Protein, NuA; Transcription regulation (Gill, S.C. (37) 239) 


Transcription regulation 
Transcription cycle; RNA polymerase interaction; Thermody- 
namics; Sigma factor; Protein, NuA (Gill, S.C. (37) 239) 


Trimethylphosphine binding 
Mixed-metal hybrid; Hemoglobin (Bondon, A. (37) 407) 


Triply liganded species 
Hemoglobin; Oxygen binding; Adair equation (Myers, D. (37) 
323) 


Trypsin, B- 

Trypsinogen; Enzyme activation; Enzyme inhibitor; Isoleucyl- 
L-valine activating dipeptide, N-a-L-; Thermodynamics; 
(Bovine pancreas) (Coletta, M. (37) 355) 


Trypsinogen 

Trypsin, 8-; Enzyme activation; Enzyme inhibitor; Isoleucyl- 
L-valine activating dipeptide, N-a-L-; Thermodynamics; 
(Bovine pancreas) (Coletta, M. (37) 355) 


Tunneling 
Proton; Hydration (Careri, G. (37) 165) 


Two-state model 
Hemoglobin; Oxygen equilibrium; Allosteric protein (Marden, 
M.C. (37) 363) 


' 


